Introduction {#Sec1}
============

Osteoarthritis (OA) is a musculoskeletal disease characterized by synovial inflammation, progressive cartilage wear, and subchondral bone hyperplasia \[[@CR1], [@CR2]\]. It was reported that OA is one of the top ten causes of lower limb disability \[[@CR3], [@CR4]\]. For many years, cartilage damage has been considered to be the main pathogenesis of OA. However, with the deepening of research, the important role of soft tissues around the joints such as synovial tissues and fat pad in the pathogenesis of OA has been recognized more and more \[[@CR2], [@CR5]--[@CR7]\]. Recent studies have pointed out that synovial inflammation is a precursor to radiological OA \[[@CR8]\], has a significant positive correlation with OA symptoms \[[@CR9]\], and further aggravates cartilage damage \[[@CR10]\]. In the previous study, we investigated the relationship between synovial membrane, articular cartilage, and the innate immune system in different degrees of KOA rats during pathogenesis, and found that the innate immune system is associated with synovial membrane and articular cartilage at all stages of the disease. It also suggests that the synovial membrane may affect the pathological changes of articular cartilage through the innate immune system, thus affecting the progression of OA \[[@CR11]\]. However, how synovial tissue affects cartilage, how the synovial inflammatory transmitted between cells and tissues remains to be studied.

Exosomes are 30--150 nm-sized extracellular vesicles, with lipid bilayer membranes, and released by many different types of cells \[[@CR12]\]. As reported, exosomes widely existed in various cell supernatants and biological fluids \[[@CR13], [@CR14]\] such as plasma, serum, cerebrospinal fluid, urine, and milk. They contain many biologically active substances secreted by recipient cells, such as non-cording RNA (ncRNA), proteins, and mRNA. And it plays an important role in the extracellular microenvironment and intercellular communication \[[@CR12], [@CR15]--[@CR18]\]. Kato \[[@CR19]\] extracted exosomes from the supernatant of IL-1β-induced synovial fibroblasts and then added exosomes to chondrocytes. The results showed that the matrix metalloproteinase-13 (MMP-13) was highly upregulated and the type II collagen was significant downregulated, which accelerated the progression of OA. This suggests that synovial tissue may regulate chondrocytes by secreting exosomes. Number of articles \[[@CR15]--[@CR22]\] has conducted detailed studies on how to extract cell supernatants and exosomes in body fluids, but few of articles had studied the extraction and identification of exosomes in tissues. To the best of our knowledge, any article has been published on how to extract and identify exosomes from synovial tissue. Therefore, the purpose of this study was to extract exosomes from synovial tissue by different separation techniques, and then identify and compare the extracted exosomes by transmission electron microscopy (TEM), nanoparticle tracer analysis (NTA), and Western Blot (WB).

Methods {#Sec2}
=======

Main instruments and reagents {#Sec3}
-----------------------------

Exosome-free fetal bovine serum was purchased from ABW (Uruguay); Dulbecco's Modified Eagle Medium high-glucose (DMEM-H) was purchased from Hyclone (Boston, USA); antibiotic mixture (penicillin and streptomycin) was obtained from Invitrogen (CA, USA); 0.22 μm filter was purchased from Millipore (USA); polyethylene glycol (PEG) 6000 was obtained from Sigma (USA); BCA protein concentration assay kit, constant temperature incubator, and cryostat centrifuge were purchased from Thermo Scientific (USA); size exclusion chromatography and filtration kit were purchased from Echo Biotech (Beijing, China); primary antibodies against CD9, CD63, Flotillin-1, and calnexin were purchased from CST (Cambridge, MA, USA); goat anti-rabbit and goat anti-mouse horseradish peroxidase conjugates were purchased from Bio-Rad Laboratories (Proteintech, USA); inverted phase contrast microscope was obtained from Olympus (Japan); nanoparticle tracking analyzer was obtained from PMX (Germany); transmission electron microscope H-7650 was obtained from Hitachi (Japan).

Collection and treatment of synovial tissue specimens {#Sec4}
-----------------------------------------------------

The study was approved by the Third Affiliated Hospital of Beijing University of Chinese Medicine and its ethics committee. De-identified discarded human synovial tissue samples were used for this study. From May 2019 to July 2019, a total of 18 samples of synovial tissue were obtained from the discarded synovial tissue of knee arthroscopy or joint replacement surgery in the Third Affiliated Hospital of Beijing University of Chinese Medicine. All patients underwent arthroscopic or joint replacement surgery for primary knee osteoarthritis. Synovial tissue was randomly divided into 3 groups, polyethylene glycol (PEG) group, ultracentrifugation (UC) group, and size exclusion chromatography and filtration (SECF) group, with 6 cases in each group. The synovial tissue obtained during the operation was placed in PBS containing 1% antibiotic mixture, placed in an ice box, and quickly transferred to a clean bench. Synovial tissue was immediately placed in a new culture dish; PBS containing 1% antibiotic mixture was added thereto, washed 3 times for 5 min each time. The cleaned synovial tissue was transferred to a new culture dish (60 mm), cut into pieces of 1 × 1 × 1 mm^3^ by ophthalmic scissors, added 5-ml culture medium (containing 10% exosome-free fetal bovine serum and 1% antibiotic mixture), and then placed in constant temperature incubator with 37 °C, 5% CO~2~. After 24 h, the culture supernatant was collected and the medium was changed, and the supernatant was collected again 24 h later. The twice collected supernatant was filtered through a 0.22-μm filter and then placed in − 80 °C for storage.

Extract exosomes from collected culture supernatant {#Sec5}
---------------------------------------------------

For the PEG group, an equal volume of 16% PEG 6000 solution (with a final solubility of 8% PEG 6000) was added to the collected medium and overnight at 4 °C. The mixture was centrifuged at 12,000×*g* for 30 min at 4 °C in the following day, the supernatant was discarded and the pellet was resuspended by PBS. The suspension was centrifuged at 12,000×*g* for 30 min again, resuspended by PBS, and then placed in − 80 °C for storage.

For the UC group, the collected medium was centrifuged at 2000×*g* for 20 min to eliminate the cells and then centrifuged at 10,000×*g* for 20 min to eliminate the cell debris, followed by ultracentrifugation at 150,000×*g* for 120 min. The supernatant was discarded, resuspended by PBS, and then placed in − 80 °C for storage.

For the SECF group, all procedures were performed in strict accordance with the kit instructions.

Transmission electron microscopy (TEM) {#Sec6}
--------------------------------------

To detect the morphology of exosomes, transmission electron microscopy was performed. Take 10 μl exosome suspensions on copper grid, after incubating for 10 min at room temperature, rinse with sterile distilled water and absorb excess liquid from absorbent paper. Then, 10 μl of 2% uranyl acetate was pipetted onto the copper grid for 1 min, and the filter paper was sucked off and dried under an incandescent lamp for 2 min. The copper mesh was observed under transmission electron microscopy and imaged at 80 kV.

Nanoparticle tracer analysis (NTA) {#Sec7}
----------------------------------

Nanoparticle tracking analysis was performed to determine particle size and concentration of exosomes. Exosome suspensions were appropriately diluted using PBS buffer (with a final concentration of 1 × 10^7^--10^8^/ml) to measure the particle size and concentration. The suspension is irradiated with a laser light source, and the scattered light of the nanoparticles is detected. The nanoparticle concentration is calculated by counting the number of scattering particles.

Western Blot (WB) {#Sec8}
-----------------

As described in the previous article \[[@CR11]\], after quantified by the BCA protein, each group of exosomes was added to each well and electrophoresed. Subsequently, the protein was transferred to a PVDF membrane, and the 5% skim milk powder was incubated for 1 h at room temperature, then incubated with primary antibody (4 °C overnight or room temperature for 2 h), and TBST was washed 4 times for 5 min each time. Subsequently, the mixture with second antibody was incubated for 1 h at room temperature, and again washed with TBST for 5 min × 8 times, and ECL was added for development.

Statistical analyses {#Sec9}
--------------------

Data obtained from this research were presented as the mean ± standard deviation (SD). All analyses were performed using the GraphPad Prism 7.0 software. The differences between different groups were compared using *t* test or one-way ANOVA. *P* \< 0.05 was considered statistically significant.

Results {#Sec10}
=======

Morphological characteristics of synovial tissue-derived exosomes {#Sec11}
-----------------------------------------------------------------

Transmission electron microscopy (TEM) was used to observe the morphology of synovial tissue-derived exosomes. As presented in Fig. [1](#Fig1){ref-type="fig"}, all three extraction methods can extract circular or elliptical vesicles with disc- and cup-shaped structures from the synovial tissue, with the diameter is about 30--150 nm, which is consistent with the morphology feature of exosomes. In terms of the background of TEM, the background of PEG group is more blurred and more impurities, while the SECF group is the cleanest, with the least impurities and clearer morphology of exosomes. Fig. 1Morphological characteristics of synovial tissue-derived exosomes extracted by three different extraction methods. **a** The PEG group. **b** The UC group. **c** The SECF group

Size distribution and concentration of synovial tissue-derived exosomes {#Sec12}
-----------------------------------------------------------------------
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Determination of the protein concentration of synovial tissue-derived exosomes with BCA {#Sec13}
---------------------------------------------------------------------------------------

The concentration of protein in the three groups of synovial tissue-derived exosomes was measured by BCA assay, measured the absorbance at OD562nm, drawn the standard curve. The protein concentration was determined according to the standard curve equation. As shown in Fig. [3](#Fig3){ref-type="fig"}, the UC group had the highest protein concentration, and the SECF group was significantly different from the UC group (*P* \< 0.05). No significant difference was found between the PEG group and the other two groups. Fig. 3The protein concentration of synovial tissue-derived exosomes. \*, compared with the UC group, *P* \< 0.05

The results of exosome biomarker tested by Western Blot {#Sec14}
-------------------------------------------------------

The exosome biomarker proteins (CD9, CD63, Flotillin-1, and calnexin) were detected by WB. The results showed that CD9, CD63, and Flotillin-1 were highly expressed in the suspension extracted by the three methods and low in the synovial tissue. However, calnexin was highly expressed in the synovial tissue and PEG group, while low in the UC and SECF group (Fig. [4](#Fig4){ref-type="fig"}). Fig. 4The exosomes biomarker detection results with WB. ST synovial tissues

Discussion {#Sec15}
==========

Since mRNA and microRNA were discovered in extracellular vesicles in 2007, the heat of extracellular vesicles has increased \[[@CR23]\]. In particular, after the research on extracellular vesicles award the Nobel Prize in Physiology or Medicine in 2013, the research on the regulation mechanism of cell vesicle transport was a spurt-like growth. Vesicles can be divided into three categories according to origin, biological function, and transformation outcome: apoptotic bodies (1--4 μm), microvesicles (0.1--1 μm), and exosomes, which are the focus of scholars \[[@CR24]\]. As exosomes were initially found in reticulocytes, exosomes were found in cell supernatants such as macrophages, T lymphocytes, epithelial cells, and nerve cells. Exosomes are also found in blood, semen, ascites, milk, etc. It is currently believed that exosomes are found in almost all mammalian cells and in the body. Exosomes are extremely rich in content. According to statistics, there are currently 9769 proteins, 3408 mRNAs, 1116 lipids, and 2838 microRNAs found in exosomes ([www.exocarta.org](http://www.exocarta.org)). These data are mainly derived from early research results, the latest research results have not been included in time and the database was last updated on September 12, 2016. The donor cells secrete exosomes, envelop the target protein, mRNA, and non-cording RNA, received by the recipient cells, and then exerting their intercellular communication and regulatory functions.

With the deepening of exosome research, how to isolate and identify exosomes is one of the important methodological foundations for continued research. At present, a large amount of literature has been published on the extraction of exosomes from cell supernatants and body fluids, such as ultracentrifugation, sucrose density gradient centrifugation, immunomagnetic beads, filtration, ultrafiltration, and various commercial kits. However, few literatures had studied how to extract exosomes from tissues. Lin \[[@CR25]\] extracted exosomes from kidney tissue, digested in the kidney, with collagenase and trypsin for 120 min at 37 °C then took the supernatant for ultracentrifugation; detected the exosomes with TEM, NTA, and the exosome biomarker proteins (CD9, CD63, and Alix); and then identified as exosomes. Deng \[[@CR26]\] extracted exosomes from adipose tissue. After washing with PBS, the adipose tissue was cut into pieces smaller than 4 mm, transferred to a 6-well plate, and added to a DMEM solution containing 1% antibiotic mixture and 10% FBS. The supernatant was separated and the exosomes were separated by gradient centrifugation. Beth \[[@CR27]\] isolated the extracellular vesicles in the placental tissue, chopped the placenta tissue, placed in the medium, and then placed in a constant temperature incubator for 24 h. The supernatant was collected, and separated the vesicles by ultracentrifugation. Lucia \[[@CR28]\] has published a protocol on how to extract exosomes from cell lines and tissues explants, which we have used in our research.

Synovial inflammation, as one of the typical pathological features of OA, plays an important role in the development of OA \[[@CR2], [@CR5]--[@CR7], [@CR11]\]. However, as of now, any article has been published on how to extract and identify exosomes in synovial tissue. Importantly, more and more researchers consider the synovial membrane and intra-articular fat pad as an anatomical unit in OA pathogenesis and pain, and inflammation of synovial membrane in the knee joint may play a central role in OA and affect not only cartilage but also intra-articular fat pad \[[@CR7], [@CR29], [@CR30]\]. Moreover, previous team studies have shown that synovial inflammation may affect articular cartilage damage through the innate immune system, aggravating the course of OA \[[@CR11]\]. Therefore, how to separate and extract exosomes from synovial tissue is important for studying the function and mechanism of synovial tissue exosomes.

Although there are various methods for extracting exosomes, each method has its advantages and disadvantages. In 2018, the International Society for Extracellular Vesicles published a guide to extracellular studies \[[@CR12]\]. In this article, the International Society for Extracellular Vesicles summarizes the methods of vesicle extraction and classifies them into three categories based on the results of the separation: high recovery and low specificity, intermediate recovery and intermediate specificity, and low recovery and high specificity. We selected one method from each of these three categories to extract synovial tissue exosomes, which were PEG, UC, and SECF. In addition, we selected three positive protein markers (included two transmembrane proteins and one cytosolic protein, CD9, CD63, and Flotillin-1) and one negative protein marker (calnexin) for exosomes indicating markers. The result showed that the positive protein markers were highly expressed in the exosomes and low in synovial tissues, while the negative protein was highly expressed in synovial tissues and PEG group and low in UC and SECF group. This phenomenon may be explained by the fact that PEG can enrich a large amount of impurity proteins, which is also consistent with the recommendations in the guidelines \[[@CR12]\], suggesting high concentration and low purity. At the same time, we used TEM and NTA to detect the morphology, particle size, and concentration of exosomes; the results were consistent with the characteristics of exosomes. Therefore, all three methods can extract exosomes from synovial tissue, while PEG group may be doped with a large amount of impurity proteins.

Taken together, UC and SECF are more recommended for the extraction of synovial tissue-derived exosomes, which lays a methodological basis for the subsequent study of the function and mechanism of synovial tissue-derived exosomes.
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:   Western Blot
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